(A) Venn diagram of genes with very low expression (RPKM<0.1) and high modification levels (TPM in gene body >50) of H3K9ac (N=1120), Kbu (N=3506), and Kcr (N=3514).
(B) Gene ontology enrichment of H3K9ac-marked silent genes (N=1086) and Kbu/Kcr-specifically marked silent genes (N=2483 for Kbu, N=2517 for Kcr). Each group of genes was compared to all genes (background). X-axis: percentage of genes involved in the processes. ** FDR<0.01.
(C) Expression profile of some Kbu and Kcr-marked silent genes that are induced by stress treatments.
Data of drought (GSE81462), salt (GSE101734), and cold (GSE67373) treatments were downloaded from GEO. 
